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3 <110> APPLICANT: Ong Abdullah, Meilina 

4 Kulaveerasingam, Harikrishna 

6 <120> TITLE OF INVENTION: A Molecular Marker 
8 <130> FILE REFERENCE: 15179 

10 <140> CURRENT APPLICATION NUMBER: 10/028,346 

11 <141> CURRENT FILING DATE: 2001-12-20 

13 <150> PRIOR APPLICATION NUMBER: AU PR2213 

14 <151> PRIOR FILING DATE: 2000-12-20 
16 <160> NUMBER OF SEQ ID NOS : 9 

18 <170> SOFTWARE: Patent In version 3.0 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 573 

22 <212> TYPE: DNA 

23 <213> ORGANISM: oil palm 

25 <220> FEATURE: 

26 <221> NAME /KEY : CDS 

27 <222> LOCATION: (1) . . (573) 

30 a-cc^Sa aog ate gg = g ac a= g ate cc g aac ct g g . g *. £. 
" Me? Pro Gly Leu Thr He Gly Aep Thr He Pro Asn Leu Glu V.l Glu 
-xr> i 5 10 

34 ac= ac g cac ggg «a g «= c gg ate cac g ac tac jjc ». gt «t t gg 



34 acc acg cac ggy *ay »^ -as -7- - - „, T 

35 Thr Thr His Gly Lys lie Arg He His Asp Tyr Val Gly Asp Gly Trp 

IS 20 25 

38 gec ate ate ttc tec cat ccc gcg gat ttc aca ccc gtg tgc acg acg 

39 Ala lie lie Phe Ser His Pro Ala Asp Phe Thr Pro Val Cys Thr Thr 

tl aaa ctq ggg aag atg gcg gcg tac gcg gag gag ttc gag aaa aga ggg 
43 oS Leu IS Lyl Me? Ill Ala Tyr Ala Glu Glu Phe Glu Lys Arg Gly 
ao. 50 55 60 

ll ata aaa eta eta ggc ate tec tgc gac gat gtc aag tgc cac atg gaa 
47 tl 5s Leu Leu G fy He Ser Cys Asp Asp Val Lys Cys His Met Glu 

4ft 65 70 75 ! i- 

50 tgg ate aaa gac gtc gag gec tac acg ccc gga tgt cgc gta aca tat 

51 Trp He Lys Asp Val Glu Ala Tyr Thr Pro Gly Cys Arg Val Thr Tyr 
59 85 90 95 

54 cca att gta gee gac ccc aag agg gag gtg ate aaa ctg ctg aac atg 

It Pro lie Val Ala Asp Pro Lys Arg Glu Val He Lys Leu Leu Asn Met 

56 100 IO 5 110 „ 

5ft ata aac cct gag gag aag gac tea aat ggg aac cag etc ccg tea egg 

II val Asp Pro 111 111 LyS Asp Ser Asn Gly Asn Gin Leu Pro Ser Arg 

, n 115 120 125 

62 gee ctt cat ata gtg ggc cct gat aag aag gtt aag ctg age ttt ctg 
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63 Ala Leu His He Val Gly Pro Asp Lys Lys Val Lys Leu Ser Phe Leu 

135 140 

66 tac Id geg teg acg ggg egg aae atg gag gag gtg gtc agg gtg ttg 480 
t Tyr Pro K Ser Thr S? Arg Asn Met Glu Glu Val Val Arg Val Leu 

150 15b 

I S 2 £ = 3 = S S S S « 5 = S 5 = 528 

-79 165 170 c 7 o 

74 tgg aaa ccg ggg gag ccg gtg gtg ate teg ccc gag cgt gtc caa 

75 Trp Lys Pro Gly Glu Pro Val Val He Ser Pro Glu Arg Val Gin 

76 180 185 

78 <210> SEQ ID NO: 2 

79 <211> LENGTH: 191 

80 <212> TYPE: PRT 

81 <213> ORGANISM: oil palm 

U tt^S^k Jb. .1. Olv *sp Thr n. «o « Leu 0!u val «a. 

c 10 

87 Thr Thr His Gly Lys He Arg lie His Asp Tyr Val Gly Asp Gly Trp 
90 Ala lie lie Phe Ser His Pro Ala Asp Phe Thr Pro Val Cys Thr Thr 

93 Glu Leu Gly Lys Met Ala Ala Tyr Ala Glu Glu Phe Glu Lys Arg Gly 

94 50 
96 

97 65 



Val Lys Leu Leu Gly He Ser Cys Asp Asp Val Lys Cys His Met Glu 

99 Trp lie Lys Asp Val llu Ala Tyr Thr Pro Gly Cys Arg Val Thr Tyr 

85 ^ ^ 

1°02 Pro lie Val Ala Asp Pro Lys Arg Glu Val He Lys Leu Leu Asn Met 



i°05 val Asp Pro G°iu Glu Lys Asp Ser Asn Gly Asn Gin Leu Pro Ser Arg 
— - 120 125 

Pro Asp Lys Lys Val Lys 
135 ~ I 40 
Arg Asn Met Glu Glu Val 

' 150 ~' 155 

"14 III Ser Leu Gin Lys Thr lie Lys Tyr Lys Val Ala Thr Pro Ala Asn 

165 170 
"7 Trp Lys Pro Gly Glu Pro Val Val lie Ser Pro Glu Arg Val Gin 
118 180 185 

120 <210> SEQ ID NO: 3 

121 <211> LENGTH: 873 

122 <212> TYPE: DNA 

123 <213> ORGANISM: oil palm 

125 <220> FEATURE: 

126 <221> NAME /KEY : CDS 

127 <222> LOCATION: (28) . . (600) 

129 <400> SEQUENCE: 3 g 54 

130 cacgaggtga ateggagecg ttgaaag atg ccg ggg eta acg ate ggc ga g 



Ala Leu His lie Val Gly Pro Asp Lys Lys Val Lys Leu Ser Phe Leu 



106 H5 
108 

i°!I Tyr Pro Ala Ser Thr Gly Arg Asn Met Glu Glu Val Val Arg Val Leu 
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Met Pro Gly Leu Thr He Gly Asp Thr 

131 1 5 

132 „„„ „_ naa a tc cac 102 



£ £ £ £ 2 S S3 S E 3 E S 5 £ S £ S 
S 5 £ S 5 S S 3 E £ S £ = = = = = " 

S £ s £ s 5 = = a 2 s s s s f - s 198 

S 2 H s 5= £ s s a £ E £ s £ = 5 £ 246 

S S S £ 5 = 2 E 3 £ £ 5 « a E £ 3 294 

80 

IK ccc gga tgt cgc gta aca tat cca att gta gec gac ccc aag agg gag 342 
155 Pro Sy Cys Arg Val Thr Tyr Pro lie Val Ala Asp Pro Lys Arg Glu 

95 luu 

«5 oL atc aaa ctg ctg aac atg gta gac cct gag gag aag gac tea aat 390 

158 gtg atc aaa cuy y a Ser Asn 

159 Val He Lys Leu Leu Asn Met Val Asp fro o * 120 

£ 5 £ 2 = S £ S E £ = £ S 5 * S " ! " 8 
S £ £ £ S E £ £ £ £ a 2 £ 5 S £ £ 486 
S H S S £ £ S £ £ 2 £ 2 i = £ S - "* 

160 lob 

S £ S a £ £ a £ S £ £ s = £ a fa? £ 582 

Q_*75 180 

^78 teg ccc gag cgt gtc caa tgaggaggee aagcagatgt tcccgcaggg 630 
179 Ser Pro Glu Arg Val Gin 

i 8 82 agttgagaat gtgaatctcc catcgaagaa ggattacctc cgcttcacaa ^ctaatg 690 
190 aaa 

192 <210> SEQ ID NO: 4 

193 <211> LENGTH: 191 

194 <212> TYPE: PRT 

195 <213> ORGANISM: oil palm 

i 9 9 8 Me^r"- Thr lie Gly Asp Thr lie Pro Asn Leu Glu Val Glu 



file://C:\CRF4\Outhold\VsrJ028346.htm 



1/27/05 



Page 4 of 7 



RAW SEQUENCE LISTING DATE: 01/27/2005 

PATENT APPLICATION: US/10/028,346 TIME: 16:07:27 

Input Set : A:\15179.seq.txt 

Output Set: N:\CRF4\01272005\J028346.raw 



199 


1 5 






10 










15 


201 


Thr Thr His Gly Lys 


He Arg He His 


Asp 


Tyr 


Val 


Gly 


Asp 


Gly Trp 


202 


20 




25 










30 




204 


Ala He He Phe Ser 


His 


Pro Ala Asp 


Phe 


Thr 


Pro 


Val 


Cys 


Thr Thr 


205 


35 




40 








45 






207 


Glu Leu Gly Lys Met 


Ala Ala Tyr Ala 


Glu 


Glu 


Phe 


Glu 


Lys 


Arg Gly 


208 


50 




55 






60 








210 


Val Lys Leu Leu Gly 


He 


Ser Cys Asp 


Asp 


Val 


Lys 


Cys 


His 


Met Glu 


211 


65 


70 






75 








80 


213 


Trp He Lys Asp Val 


Glu Ala Tyr Thr 


Pro 


Gly 


Cys 


Arg 


Val 


Thr Tyr 


214 


85 






90 










95 


216 


Pro He Val Ala Asp 


Pro 


Lys Arg Glu 


Val 


He 


Lys 


Leu 


Leu 


Asn Met 


217 


100 




105 










110 




219 


Val Asp Pro Glu Glu 


Lys 


Asp Ser Asn 


Gly 


Asn 


Gin 


Leu 


Pro 


Ser Arg 


220 


115 




120 








125 






222 


Ala Leu His He Val 


Gly Pro Asp Lys 


Lys 


Val 


Lys 


Leu 


Ser 


Phe Leu 


223 


130 




135 






140 








225 


Tyr Pro Ala Ser Thr 


Gly Arg Asn Met 


Glu 


Glu 


Val 


Val 


Arcr 


Val Leu 


226 


145 


150 






155 








160 


228 


Glu Ser Leu Gin Lys 


Thr 


He Lys Tyr 


Lys 


Val 


Ala 


Thr 


Pro 


Ala Asn 


229 


165 






170 










175 


231 


Trp Lys Pro Gly Glu 


Pro 


Val Val He 


Ser 


Pro 


Glu 


Arg 


Val 


Gin 


232 


180 




185 










190 




234 


<210> SEQ ID NO: 5 


















235 


<211> LENGTH: 17 


















236 


<212> TYPE: DNA 


















237 


<213> ORGANISM: oil 


palm 














239 


<400> SEQUENCE: 5 


















240 


aggaggattg tgcagag 


















242 


<210> SEQ ID NO: 6 


















243 


<211> LENGTH: 18 


















244 


<212> TYPE: DNA 


















245 


<213> ORGANISM: oil 


palm 














247 


<400> SEQUENCE: 6 


















248 


caaactctca gctaggca 


















250 


<210> SEQ ID NO: 7 


















251 


<211> LENGTH: 218 


















252 


<212> TYPE: PRT 


















253 


<213> ORGANISM: Hordeum 


vulgare 














255 


<400> SEQUENCE: 7 


















256 


Met Pro Gly Leu Thr 


He 


Gly Asp Thr 


Val 


Pro 


Asn 


Leu 


Glu 


Leu Asp 


257 


1 5 






10 










15 


259 


Ser Thr His Gly Lys 


He 


Arg He His 


Asp 


Tyr 


Val 


Gly 


Asn 


Gly Tyr 


260 


20 




25 










30 




262 


Val He Leu Phe Ser 


His 


Pro Gly Asp 


Phe 


Thr 


Pro 


Val 


Cys 


Thr Thr 


263 


35 




40 








45 






265 


Glu Leu Ala Ala Met 


Ala 


Asn Tyr Ala 


Lys 


Glu 


Phe 


Glu 


Lys 


Arg Gly 


266 


50 




55 






60 








268 


Val Lys Leu Leu Gly He 


Ser Cys Asp 


Asp 


Val 


Gin 


Ser 


His 


Lys Glu 
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269 


65 










70 










75 








80 


271 


Trp Thr 


Lys Asp 


He 


Glu 


Ala 


Tyr 


Lys 


Pro 


Gly 


Ser 


Lys 


Val 


Thr Tyr 


272 










85 










90 










95 


274 


Pro 


He 


Met 


Ala 


Asp 


Pro Asp 


Arg 


Ser 


Ala 


He 


Lys 


Gin 


Leu 


Asn Met 


275 








100 










105 










110 




277 


Val 


Asp 


Pro Asp 


Glu 


Lys Asp 


Ala 


Gin 


Gly 


Gin 


Leu 


Pro 


Ser 


Arg Thr 


278 






115 










120 










125 






280 


Leu 


His 


He 


Val 


Gly 


Pro Asp 


Lys 


Val 


Val 


Lys 


Leu 


Ser 


Phe 


Leu Tyr 


281 




130 










135 










140 








283 


Pro 


Ser 


Cys 


Thr 


Gly 


Arg Asn 


Met 


Asp 


Glu 


Val 


Val 


Arg 


Ala 


Val Asp 


284 


145 










150 










155 








160 


286 


Ser 


Leu 


Leu 


Thr 


Ala 


Ala 


Lys 


His 


Lys 


Val 


Ala 


Thr 


Pro 


Ala 


Asn Trp 


287 










165 










170 










175 


289 


Lys 


Pro 


Gly Glu 


Cys 


Val 


Val 


He 


Ala 


Pro 


Gly 


Val 


Ser 


Asp 


Glu Glu 


290 








180 










185 










190 




292 


Ala 


Lys 


Lys 


Met 


Phe 


Pro 


Gin 


Gly 


Phe 


Glu 


Thr 


Ala 


Asp 


Leu 


Pro Ser 


293 






195 










200 










205 






295 


Lys 


Lys 


Gly Tyr 


Leu 


Arg 


Phe 


Thr 


Lys 


Val 












296 




210 










215 


















298 


<210> SEQ ID NO: 


: 8 






















299 


<211> LENGTH: 216 






















300 


<212> TYPE: 


PRT 
























301 


<213> ORGANISM: 


Arabidopsis 


thaliana 












303 


<400> SEQUENCE: 


8 






















304 


Met 


Pro 


Gly 


He 


Thr 


Leu 


Gly 


Asp 


Thr 


Val 


Pro 


Asn 


Leu 


Glu 


Val Glu 


305 


1 








5 










10 










15 


307 


Thr 


Thr 


His 


Asp 


Lys 


Phe 


Lys 


Leu 


His 


Asp 


Tyr 


Phe 


Ala 


Asn 


Ser Trp 


308 








20 










25 










30 




310 


Thr 


Val 


Leu 


Phe 


Ser 


His 


Pro 


Gly 


Asp 


Phe 


Thr 


Pro 


Val 


Cys 


Thr Thr 


311 






35 










40 










45 






313 


Glu 


Leu 


Gly 


Ala 


Met 


Ala 


Lys 


Tyr 


Ala 


His 


Glu 


Phe 


Asp 


Lys 


Arg Gly 


314 




50 










55 










60 








316 


Val 


Lys 


Leu 


Leu 


Gly 


Leu 


Ser 


Cys 


Asp 


Asp 


Val 


Gin 


Ser 


His 


Lys Asp 


317 


65 










70 










75 








80 


319 


Trp 


He 


Lys 


Asp 


He 


Glu 


Ala 


Phe 


Asn 


His 


Gly 


Ser 


Lys 


Val 


Asn Tyr 


320 










85 










90 










95 


322 


Pro 


He 


He 


Ala 


Asp 


Pro 


Asn 


Lys 


Glu 


He 


He 


Pro 


Gin 


Leu 


Asn Met 


323 








100 










105 










110 




325 


He 


Asp 


Pro 


He 


Glu 


Asn 


Gly 


Pro 


Ser 


Arg 


Ala 


Leu 


His 


He 


Val Gly 


326 






115 










120 










125 






328 


Pro 


Asp 


Ser 


Lys 


He 


Lys 


Leu 


Ser 


Phe 


Leu 


Tyr 


Pro 


Ser 


Thr 


Thr Gly 


329 




130 










135 










140 








331 


Arg 


Asn 


Met 


Asp 


Glu 


Val 


Leu 


Arg 


Ala 


Leu 


Asp 


Ser 


Leu 


Leu 


Met Ala 


332 


145 










150 










155 








160 


334 


Ser 


Lys 


His 


Asn 


Asn 


Lys 


He 


Ala 


Thr 


Pro 


Val 


Asn 


Trp 


Lys 


Pro Asp 


335 










165 










170 










175 


337 


Gin 


Pro 


Val 


Val 


He 


Ser 


Pro 


Ala 


Val 


Ser 


Asp 


Glu 


Glu 


Ala 


Lys Lys 


338 








180 










185 










190 




340 


Met 


Phe 


Pro 


Gin 


Gly 


Phe 


Lys 


Thr 


Ala 


Asp 


Leu 


Pro 


Ser 


Lys 


Lys Gly 
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